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Query 1076  TTTC-AATTAACCTAC-TTAAAACTGGAAAA-ATCCCAAAATG-TGCTTC-AAAATCTGG 1130
CELLEEEDE e O PRLeee e tee teet L 1l III][IIII
Sbjct 129281 TTTCTAATTAGCCTACATTATAACTGGAAAACATCACAAACTTATGCTTCGAARATCTGGE 129340
e AT T LT T LT L]
Sbjct 129341 AGACCACCATATTGATAAATATCCCATCAAAAATTGATGAAGATAATGTTAGACATCCCT 129400
Query 1182  CCTAA-CGCCTTTT-C-GTC-TAAAAG-GTCCAA-TGATT-CG-AAGGA 1222
CELUE LERLEEEE T L TREEE ety Ceein tn 1l
Sbjct 129481 CCTAAGCGCCTTTTTCTGTCATAAAAGTGTCCAAATGATTTCGGAAGGA 129449

Supplementary Figure 1. BLASTn analysis of the forward sequencing result (zebrafish abch4 gene
promoter). Wherewith, the query sequence is the sequence of zebrafish abch4 gene promoter obtained
from First Base Laboratories Sdn. Bhd.

Supplementary Table 1. Summary of BLASTn analysis of the forward sequencing result (zebrafish
abcb4 gene promoter).
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Supplementary Figure 2. BLASTn analysis of the reverse sequencing result (zebrafish abch4 gene
promoter). Wherewith, the query sequence is the reverse-complement sequence of zebrafish abcb4
gene promoter obtained from First Base Laboratories Sdn. Bhd.
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Supplementary Table 2. Summary of BLASTn analysis of the reverse sequencing result (zebrafish
abcb4 gene promoter).

Gene
name

Score E-

Description of the highest score hit Identities

(bits) value

Gaps

Zebrafish DNA sequence from clone
Abch4 DKEY-24124 in linkage group 16, 928(502) 0.0
complete sequence

561/590
(95%)

2/590

(0%)
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Supplementary Figure 3. BLASTn analysis of the reverse sequencing result (first BLAST hits).
Wherewith, the query sequence is the reverse-complement sequence of mutated zebrafish abch4 gene
promoter that obtained from First Base Laboratories Sdn. Bhd. The sequence that framed in red color
box indicates the mutation site, at which the bases AGT had been substituted into bases GGG, thus
creating mutation in the AP-1 TFBS.

Supplementary Table 3. Summary of BLASTn analysis of the reverse sequencing result (first

BLAST hits).
Gene e . . Score E- fe
name Description of the highest score hit (bits) value Identities Gaps
Zebrafish DNA sequence from clone
. b 521/529 1/529
Abcb4 DKEY-24124 in linkage group 16, 931 (504) 0.0 (98%) (0%)

complete sequence
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Query 1 TGGAAC- TnGTTAGACAAGttttttttttttttta?aataaaaaattta??tttaa?tca 59
CETEE LELEEent el eeeeeet  RRLeer L Lt ini |

Sbjct 128464 TGTAACTTAGTTAGACAAGCTTTTTTTAAGTTTTAG-ATTAAAAATTTAGGTTTAAGTCA 128522

Query 60 aaaactgttcaaacaataaaaataaaataaa- tgaa? ?tttct~ttt ————— taaaaa 112
IIIIII?IIIIIIII[I[IIIIIIlIIIIII [ITITILLLL 111 (1]

Sbjct 128523 AAAACT TTAAAGAAGTTTCTATTTAAAAAAAAAAA 128582

Query 113 aaGTCTGCAAAATGAGGTAAAA-GGGTTTGATTATTTCAATTCCAATAGACTTTTGCTT 171
IIII|I|II|III|II lIIIII CELLULLELEERE L eeeterrneny 11l

Sbjct 128583 GTAAAATTAGTTTGATTATTTCAATTCCAATAGACTATTTCTT 128642

Query 172 CTTAAATGGTAAATTT-GAGACaaaaaaaaaaTCAGTTTCTATTGAATTATTGGATTTGA 230

CELCEEEEreer et e te CEELLE LR e e et LELELerinng |
Sbjct 128643 CTTAAATGGTAAATTTTGAG--AACAAAAAAATCAGTTTCTATTGATTTATTGGATTTAA 128700

Query 231 GTATGAGTAAAATATTAATATTTGTTTTATTCTGAAGGCCTGGARACATTTCTTCCAAAG 290
IIIIIIIIIIIIIII[I[IIIIIIIII [LLLLEEEREEET LR Errentr 11

Sbjct 128701 GTATGAGTAAAATATTAATATTTGTTTCATTCTGAAGGCCTGGAAACATTTCTTCC-AAT 128759

Query 291  TTTAAATATAAATATTGTAATTTTAGTGTTTTAAAGAACAATTAGTCAGGGTTATTCCAT 350
||I||Il||||||||[|[||||II]IIIII ||I||II|IIII[|I| LLLLLLLTETT]

Sbjct 128760 TTTAAATATAAATATTGTAATTTTAGTGTTTTAAAGAACAATTAGTCCGGGTTATTCCAT 128819

Query 351 CAAATACAGTAGATTTTGCAAATCCGCTCTTGAAGTTAAGATGTTTGTATTGTGTTGTCT 410

AV AN R RNy RN RN RRnsnnn
Sbjct 128820 CAAATACAGTAGATTTTGCAAATCCGCTCTTGAAGTTAAGATGTTTGTATTGTGTTGTCT 128879

Query 411 AAAATTGTCATTGTGTCTTGTTATTTTATGCTAAAAATTTTAAATGACAACATTTTTATT 470
IIII|I|IIIIII|IIIIIIIIII]IIIIIII|IIIIIIII|I[IIIIII|IIJIIIIH

Sbjct 128880 AAAATTGTCATTGTGTCTTGTTATTTTATGCTAAAAATTTTAAATGACAACATTTTTATT 128939

Query 471  ATACGTTTGGAAAACAGTAGACCCACAGAATCAAACAAACTCAAACACAAAATGATCGTA 530
||||l|||||||ll|l|[||||||1]||||I|l||||IIIIIIIIIIIIIIIIIIIIIH

Sbjct 128940 CGTTTGGAAAACAGTAGACCCACAGAA 128999

Query 531 ATAAACAGATA-TT-ATTGTTCTTTTTCAGTCAAACCTTATTT 571

E L T LEELE L L L el
Sbjct 129000 AAAAACAGATAGTTCATTGTTCTTTTTCAGTCARACCTTATTT 129042

Supplementary Figure 4. BLASTn analysis of the reverse sequencing result (second BLAST hits).
Wherewith, the query sequence is the reverse-complement sequence of mutated zebrafish abch4 gene
promoter that obtained from First Base Laboratories Sdn. Bhd.

Supplementary Table 4. Summary of BLASTn analysis of the reverse sequencing result (second
BLAST hits).
Gene Score E-

name Description of the highest score hit (bits) value Identities Gaps

Zebrafish DNA sequence from clone
Abcb4 DKEY-24124 in linkage group 16, 863 (467) 0.0
complete sequence

547/583  16/583
(94%) (2%)
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