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Supplementary Figure 1. BLASTn analysis of the forward sequencing result (zebrafish abcb4 gene 
promoter). Wherewith, the query sequence is the sequence of zebrafish abcb4 gene promoter obtained 
from First Base Laboratories Sdn. Bhd. 

 

 

Supplementary Table 1. Summary of BLASTn analysis of the forward sequencing result (zebrafish 
abcb4 gene promoter). 

Gene 
name 

Description of the highest score hit 
Score 
(bits) 

E-
value 

Identities Gaps 

Abcb4 
Zebrafish DNA sequence from clone 
DKEY-24I24 in linkage group 16, 
complete sequence 

1146 
(620) 

0.0 
717/762 
(94%) 

14/762 
(1%) 

 

 

 

Supplementary Figure 2. BLASTn analysis of the reverse sequencing result (zebrafish abcb4 gene 
promoter). Wherewith, the query sequence is the reverse-complement sequence of zebrafish abcb4 
gene promoter obtained from First Base Laboratories Sdn. Bhd.
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Supplementary Table 2. Summary of BLASTn analysis of the reverse sequencing result (zebrafish 
abcb4 gene promoter). 

Gene 
name 

Description of the highest score hit 
Score 
(bits) 

E-
value 

Identities Gaps 

Abcb4 
Zebrafish DNA sequence from clone 
DKEY-24I24 in linkage group 16, 
complete sequence 

928 (502) 0.0 
561/590 
(95%) 

2/590 
(0%) 

 

 

 

Supplementary Figure 3. BLASTn analysis of the reverse sequencing result (first BLAST hits). 
Wherewith, the query sequence is the reverse-complement sequence of mutated zebrafish abcb4 gene 
promoter that obtained from First Base Laboratories Sdn. Bhd. The sequence that framed in red color 
box indicates the mutation site, at which the bases AGT had been substituted into bases GGG, thus 
creating mutation in the AP-1 TFBS.

 
 
 

Supplementary Table 3. Summary of BLASTn analysis of the reverse sequencing result (first 
BLAST hits). 

Gene 
name 

Description of the highest score hit 
Score 
(bits) 

E-
value 

Identities Gaps 

Abcb4 
Zebrafish DNA sequence from clone 
DKEY-24I24 in linkage group 16, 
complete sequence 

931 (504) 0.0 
521/529 
(98%) 

1/529 
(0%) 
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Supplementary Figure 4. BLASTn analysis of the reverse sequencing result (second BLAST hits). 
Wherewith, the query sequence is the reverse-complement sequence of mutated zebrafish abcb4 gene 
promoter that obtained from First Base Laboratories Sdn. Bhd. 

 

  

Supplementary Table 4. Summary of BLASTn analysis of the reverse sequencing result (second 
BLAST hits). 

Gene 
name 

Description of the highest score hit 
Score 
(bits) 

E-
value 

Identities Gaps 

Abcb4 
Zebrafish DNA sequence from clone 
DKEY-24I24 in linkage group 16, 
complete sequence 

863 (467) 0.0 
547/583 
(94%) 

16/583 
(2%) 

 

 


